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AT H & T2y F A MR e reeiSuan, miRDB
11 UP miRNA === 122 target mMRNA
Name Genes p-value adjusted
p-value
Chromatin modifying enzymes Kdm2b;Kdm7a;Jade1;Mcrs1;Kmt5b 0.0138 0.113
Chromatin organization Kdm2b:;Kdm7a;Jade1;Mcrs1;Kmt5b 0.0138 0.113
RAF/MAP kinase cascade Dab2ip;Pdgfra;Pea15a;Kras;Rap1a 0.0348 0.113
MAPK family signaling cascades| Dab2ip;Pdgfra;Prkacb;Pea15a;Kras;Rap1a 0.0162 0.113 g
MAPK1/MAPK3 signaling Dab2ip;Pdgfra;Pea15a;Kras;Rap1a 0.0377 0.113 g
'm”gsggr']';fr?igna"”g by second by fra:Phipp2:Prkach:Phc3: Pip4k2b 0.0303  0.113 E
Axon guidance Prkacb;Slit2;Ephb3;Mmp9;Kras 0.0334 0.113 Eg\"
Nervous system development Prkacb;Slit2;Ephb3;Mmp9;Kras 0.0339 0.113 §
Neuronal System Dlgap2;Prkacb;Ncald;Gria3;Kcnb1 0.0646 0.155 ié
i:ggzggg by Receptor Tyrosine Pdgfra;Prkacb;Cbl;Mmp9;Kras;Rap1a 0.0632 0.155 E’

MAPFF—HE AR —RORFE, MRERORLECHET 5/ \AY(128<&%F T —¥~—X: Reactome pathway
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